Excludes mothers in "other" race category. Adjusted for mother's age, household income, marital status, parity category, log 10 -transformed blood lead, and log 10 -transformed cotinine. Models for all mothers are also adjusted for maternal race. b p-value for PON1 X ΣDAP interaction term from separate cross-product models. c Not enough mothers in category to produce an effect estimate. PON1-stratified associations of a 10-fold increase in ΣDAPs, ΣDEs, and ΣDMs with birthweight, for all mothers (1a and 1b), white mothers (1c and 1d), and black mothers (1e and 1f). All models adjusted for mother's age, household income, marital status, parity category, and log 10 -transformed blood lead, and log 10 -transformed cotinine; models for all mothers also adjusted for maternal race. There were not enough infants with black mothers had PON1 192QQ (n=7) or PON1 -108TT (n=2) genotype to calculate effect estimates. Error bars denote 95% confidence intervals. Supplemental Material, Figure 2 : PON1-stratified associations of a 10-fold increase in ΣDAPs, ΣDEs, and ΣDMs with length of gestation, for all mothers (2a and 2b), white mothers (2c and 2d), and black mothers (2e and 2f). All models adjusted for mother's age, household income, marital status, parity category, and log 10 -transformed blood lead, and log 10 -transformed cotinine; models for all mothers also adjusted for maternal race. There were not enough infants with black mothers had PON1 192QQ (n=7) or PON1 -108TT (n=2) genotype to calculate effect estimates. Error bars denote 95% confidence intervals.
